3.4.7 BiblioMetrics of the publications during the last five years based on average citation index in Scopus/ Web of Science or PubMed/ Indian Citation Index (13)
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Title of the paper Name of the author Title of the journal bli on as mentioned in the excluding
X . |Index publication self
cation e
citations
Prof. A.K. Tyagi
. . .. Upadhyaya H.D., Bajaj D., Srivastava .
glei:;:tlzadlssectlon of plant growth habit in R., Daware A, Basu U., Tripathi S., fnL::ctrz;la; g;inomics 2017 o |National Institute for 0
Vi
P Bharadwaj C., Tyagi A K., Parida S.K. g Plant Genome Research
India, Delhi
Shimray P.W., Bajaj D., Srivastava R.,
Identifying Transcription Factor Genes Daware A., Upadhyaya H.D., Kumar |Plant Molecular 2017 0 National Institute for 0
Associated with Yield Traits in Chickpea R., Bharadwaj C., Tyagi A.K., Parida |Biology Reporter Plant Genome Research
S.K. India, Delhi
Emerging functions of multi-protein complex Critical Reviews in National Institute for
ems v . P P Malik N., Agarwal P., Tyagi A. Biochemistry and 2017 | 0 [Plant Genome Research 0
Mediator with special emphasis on plants 4 . .
Molecular Biology India, Delhi
A multiple QTL-Seq strategy delineates Srivastava R., Upadhyaya H,'D" Kumar L . .
. . . . ... |R., Daware A., Basu U., Shimray P.W., |Frontiers in Plant National Institute for
potential genomic loci governing flowering time| 7 . A . 2017 0 0
s Tripathi S., Bharadwaj C., Tyagi A K., |Science Plant Genome Research
in chickpea i R .
Parida S.K. India, Delhi
National Institute f¢
Regional association analysis of metaQTLs Daware A.V., Srivastava R., Singh Frontiers in Plant ational fnstitute for
- . L L . . . 2017 0 |Plant Genome Research 0
delineates candidate grain size genes in rice A K., Parida S.K., Tyagi A.K. Science . .
India, Delhi
BHLH 142 regulates various metabolic pathway- Ranjan R., Khurana R., Malik N., National Institute for
related genes to affect pollen development and [Badoni S., Parida S.K., Kapoor S., Scientific Reports 2017 1 |Plant Genome Research 1
anther dehiscence in rice Tyagi A.K. India, Delhi
Rice I‘mprovement‘Through Genome—Ban:d ‘ Agarwal P., Parida S.K., Raghuvanshi . University of Delhi,
Functional Analysis and Molecular Breeding in (S., Kapoor S., Khurana P., Khurana Rice 2016 6 5
R X South Campus
India J.P., Tyagi A K.
Ar:iefiﬁcwm (Sltrafffy Corzb'mmg STS]i{ mark'ers- Daware A, Das §., Srivastava R, Frontiers in Plant University of Delhi.
and a Yancedg 8o “V“; QTL mapping 5. 40ni'S., Singh A.K., Agarwal P., Seimoe 2006 | 0| :h c;yn o 0
unr'ave s 0@ idate genes regulating grain Parida S.K., Tyagi A K. ui pu
weight in rice
Rice stress associated protein 1 (OsSAP1)
interacts with aminotransferase (OsAMTR1) [Kothari K.S., Dansana P K., Giri J., Frontiers in Plant 2016 5 University of Delhi, 5
and pathogenesis-related 1a protein (OsSCP)  [Tyagi A.K. Science South Campus
and regulates abiotic stress responses
Identification of candidate genes and natural Kujur A., Upadhyaya H.D., Bajaj D., National Institute for
allelic variants for QTLs governing plant height |Gowda C.L.L., Sharma S., Tyagi A.K., [Scientific Reports 2016 7 |Plant Genome Research 5
in chickpea Parida S.K. India, Delhi
Eco TILLINQ—based assogatlon mapping Bajaj D., Srivastava R., Nath M., o . .
efficiently delineates functionally relevant o . Frontiers in Plant National Institute for
R K K Tripathi S., Bharadwaj C., Upadhyaya . 2016 6 4
natural allelic variants of candidate genes . . Science Plant Genome Research
. . L. . H.D., Tyagi A.K., Parida S.K. K i
governing agronomic traits in chickpea India, Delhi
jaj National Institute f
Genetic dissection of seed-iron and zinc Upadhyaya H.D., Bajaj D., Das S., L atonal tnstitute for
. . . Kumar V., Gowda C.L.L., Sharma S., |Scientific Reports 2016 7 |Plant Genome Research 3
concentrations in chickpea . ? . ’ ? . .
Tyagi A.K., Parida S.K. India, Delhi
Genome-wide generation and use of Badoni S., Das S., Sayal Y.K.,
. . ) . . R . . University of Delhi
1nf0nnatlve- intron-spanning e-md intron-length  |Gopalakrishnan S., Snilgh A K., Rao‘ Scientific Reports 2016 4 niversity of Delhi, 3
polymorphism markers for high-throughput A.R., Agarwal P, Parida S.K., Tyagi South Campus
genetic analysis in rice A K.
Genome-wide scans for delineation of Upadhyaya H.D., Bajaj D., Narnoliya Frontiers in Plant National Institute for
candidate genes regulating seed-protein content |L., Das S., Kumar V., Gowda C.L.L., Science 2016 4  |Plant Genome Research 2
in chickpea Sharma S., Tyagi A K., Parida S K. India, Delhi
An Ir#egrated Qenomlc Strategy Dfehneates Ma?lk N., Dwivedi N., Singh A K., o University of Delhi,
Candidate Mediator Genes Regulating Grain  |Parida S.K., Agarwal P., Thakur J.K., [Scientific Reports 2016 4 South Campus 2
Size and Weight in Rice Tyagi A.K. P
jaj National Institute f
Identification of candidate genes for dissecting Bajaj D., Upadhyaya H.D., Das S., . atonal institute for
e Kumar V., Gowda C.L.L., Sharma S., [Plant Science 2016 5 |Plant Genome Research 2
complex branch number trait in chickpea . ? . ’ ? . .
Tyagi A.K., Parida S.K. India, Delhi
IG‘:nOHFC S;rvely, ge;e EXP:‘;;S_IOI]’ ar}:i les of Kumar R., Agarwal P., Pareek A., Plant Molecular 2015 4 University of Delhi, 3
nteraction Analysis Ugges . 1verse Roles o Tyagi A.K., Sharma A K. Biology Reporter South Campus
ARF and Aux/TAA Proteins in Solanaceae
High d'ensny. linkage mapping of genomlc and [Gaur R., Jeena G:, Shah N.., Gupta S., o University of Delhi,
transcriptomic SNPs for synteny analysis and |Pradhan S., Tyagi A.K., Jain M., Scientific Reports 2015 6 South Campus 5
anchoring the genome sequence of chickpea Chattopadhyay D., Bhatia S.
Parween S., Nawaz K., Roy R., Pole
An adv'anced dra.ft gem')n?e assembly of a Desi A.‘K., Venkata Suresh B., Misra G., | Scientific Reports 2015 24 University of Delhi, 12
type chickpea (Cicer arietinum L.) Jain M., Yadav G., Parida S.K., Tyagi South Campus
A K., Bhatia S., Chattopadhyay D.
MQTL-seq delineates functionally relevant Das S., Singh M., Srivastava R., Bajaj National Institute for
candidate gene harbouring a major QTL D., Saxena M.S., Rana J.C., Bansal DNA Research 2015 | 11 |Plant Genome Research 3

regulating pod number in chickpea

K.C., Tyagi A.K., Parida S .K.

India, Delhi




Rice OsiSAP7 negatively regulates ABA stress

Plant science : an
international journal

University of Delhi,

signalling and imparts sensitivity to water- Sharma G., Giri J., Tyagi A K. . 2015 6 4
. . . . of experimental plant South Campus
deficit stress in Arabidopsis .
biology
Rlce 0‘51SAP7‘ negatively rf:gl{lates ABA stress B ' ' University of Delhi,
signalling and imparts sensitivity to water- Sharma G., Giri J., Tyagi A K. Plant Science 2015 0 0
. . . . South Campus
deficit stress in Arabidopsis
Gjlome—w@e hffgh_th?ughpzt_ SNP dlsciovery Bajaj D., Das S., Badoni S., Kumar V., National Institute for
Ul
and genotyping for understanding natural —q; o\ Bansal K.C., Tyagi AK.,  |Scientific Reports | 2015 | 23 13
(functional) allelic diversity and domestication Parida S.K Plant Genome Research
patterns in wild chickpea o India, Delhi
Identification of novel SNP in promoter Jaiswal V., Gahlaut V., Mathur S.,
sequence of TaGW2-6A a-ssoc1fitefi with grain [Agarwal P, Khandfelwal MK, PLoS ONE 2015 3 University of Delhi, 3
weight and other agronomic traits in wheat Khurana J.P., Tyagi A K., Balyan H.S., South Campus
(Triticum aestivum L.) Gupta P.K.
Kujur A., Bajaj D., Upadhyaya H.D.,
A genome-wide SNP scan accelerates trait- Das S., Ranjan R., Shree T., Saxena
regulatory genomic loci identification in M.S., Badoni S., Kumar V., Tripathi S., |Scientific Reports 2015 | 26 |National Institute for 9
chickpea Gowda C.L.L., Sharma S., Singh S., Plant Genome Research
Tyagi A.K., Parida S.K. India, Delhi
Assocmftflor:-ofnove-l SNP_E{“; the cazdlditi d Dixit S.P., Sivalingam J., Tyagi A K., Meta Gene 2015 ) University of Delhi, )
genes affecting caprine milk fatty acids relate Saroha V., Sharma A., Nagda R.K. South Campus
to human health
Genome-wide insertion-deletion (InDel) markerDas S., Upadhyaya H.D., Srivastava R., . . .
. . . .. University of Delhi,
discovery and genotyping for genomics- Bajaj D., Gowda C.L.L., Sharma S., DNA Research 2015 9 South Campus 6
assisted breeding applications in chickpea Singh S., Tyagi A.K., Parida S.K. P
Ultra-high density intra-specific genetic linkage Ku_JL!r A., Upadhyaya H.D., Shree T, .
. . . Bajaj D., Das S., Saxena M.S., Badoni
maps accelerate identification of functionally K X L . .
. S., Kumar V., Tripathi S., Gowda Scientific Reports 2015 | 27 |National Institute for 14
relevant molecular tags governing important . .
e C.L.L., Sharma S., Singh S., Tyagi Plant Genome Research
agronomic traits in chickpea . . .
A K., Parida S.K. India, Delhi
OsTCP19 influences developmental and abiotic University of Delhi
stress signaling by modulating ABI4-mediated |Mukhopadhyay P., Tyagi A K. Scientific Reports 2015 | 13 South Campus g 10
pathways
Reply to “mycobacterium indicus pranii” is a
?“;_‘“ "fmy‘"ff}’f‘“egf“t‘f ‘““"z:e_””lare(; m. , |Rahman S.A., Singh Y. Kohii ., University of Delhi
ndieus pranii” 15 a distinet strain, not derived | o §  Ehtesham N.Z., Tyagi AK., |mBio 2015 | 1 v ’ 1
from m. intracellulare, and is an organism at an . South Campus
i . X Hasnain S.E.
evolutionary transition point between a fast
grower and slow grower
Employing genome-wide SNP discovery and Kujur A., Bfijaj D, Upadhyaya H.D.,
. Das S., Ranjan R., Shree T., Saxena L
genotyping strategy to extrapolate the natural . L Frontiers in Plant . .
LT S . M.S., Badoni S., Kumar V., Tripathi S., |, . 2015 | 31 [National Institute for 11
allelic diversity and domestication patterns in ; Science
chickpea Gowda C.L., Sharma S., Singh S., Plant Genome Research
Tyagi A.K., Parida S.K. India, Delhi
A combinatorial approach of comprehensive Bajai D., Upad-hyaya H.D.,Khany.,
QTL-based comparative genome mapping and Das 8., Badoni §., Shree T., Kumar V.,
. .p . 'g pp' N Tripathi S., Gowda C.L.L., Singh S., Scientific Reports 2015 13 |National Institute for 2
transcript profiling identified a seed weight- .
. . R Sharma S., Tyagi A K., Chattopdhyay Plant Genome Research
regulating candidate gene in chickpea . . .
D., Parida S K. India, Delhi
Genome-wide conserved non-coding Bajaj D., Saxena M.S., Kujur A., Das
microsatellite (CNMS) marker-based S., Badoni S., Tripathi S., Upadhyaya |Journal of 2015 | 22 National Institute for 4
integrative genetical genomics for quantitative [H.D., Gowda C.L.L., Sharma S., Singh |Experimental Botany Plant Genome Research
dissection of seed weight in chickpea S., Tyagi A K., Parida S.K. India, Delhi
Dhariwal R., Gahlaut V., Govindraj
Stage-specifi amming of B.R., Singh D., Mathur S., Vyas S.
e S}.)ECI ¢ reprogr ing o gc'ene » DINEA L, VAUl S., ¥yas ., . |Functional and University of Delhi,
expression characterizes Lr48-mediated adult |Bandopadhyay R., Khurana J.P., Tyagi Intearative Genomics 2015 3 South Campus 2
plant leaf rust resistance in wheat A K., Prabhu K.V., Mukhopadhyay K., s P
Balyan H.S., Gupta P.K.
A genome-wide combinatorial strategy dissects Ba_]a:] D, Das §., I.Jpadhyaya HD, .o . .
. . Ranjan R., Badoni S., Kumar V., Frontiers in Plant National Institute for
complex genetic architecture of seed coat color X X . 2015 7 3
in chickpea Tripathi S., Gowda C.L.L., Sharma S., |Science Plant Genome Research
Singh S., Tyagi A.K., Parida S.K. India, Delhi
A genome-scale integrated approach aids in Upadhyaya H.D., BaJaJ D., Das§., . . .
o . L Saxena M.S., Badoni S., Kumar V., Plant Molecular University of Delhi,
genetic dissection of complex flowering time o . 2015 13 7
. . Tripathi S., Gowda C.L.L., Sharma S., |Biology South Campus
trait in chickpea X i
Tyagi A.K., Parida S.K.
Das S. dh; H.D., Bajaj D.
Deploying QTL-seq for rapid delineation of a Kas- i;\U‘;;a dg:flg Lax,miaJKm me;r v
ujul . . Ui .
potential candidate gene underlying major trait- J ’ i ’ ’ IDNA Research 2014 | 29 [National Institute for 20

associated QTL in chickpea

Tripathi S., Gowda C.L.L., Sharma S.,
Singh S., Tyagi A.K., Parida S.K.

Plant Genome Research
India, Delhi




Rice SAPs are responsive to multiple biotic
stresses and overexpression of OsSAP1, an

Tyagi H., Jha S., Sharma M., Giri J.,

University of Delhi,

inc- i Plant Sci 2014 | 11 8
A20/AN.1 zinc: ﬁng'er protein, en}'fances' the' Tyagi AK. ant Science South Campus
basal resistance against pathogen infection in
tobacco
Genome-wide expressional and functional f/}ngél AI\-/,[ K;rllwgré’.,];[adav Als’ University of Delhi
analysis of calcium transport elements during ishra WL, Jha 5.6, aranv-va ” FEBS Journal 2014 14 vy ’ 10
L . Pandey A., Kapoor S., Tyagi A.K., South Campus
abiotic stress and development in rice
Pandey G.K.
Manually curated database of rice proteins Gour.P., Garg P., Jain R.', Joseph S.V., |Nucleic Acids 2014 13 University of Delhi, 3
Tyagi A.K., Raghuvanshi S. Research South Campus
A multljstep phosphorelay two—f:omponent Gahlaut V., Mathur‘ S., Dhariwal R., Functional and University of Delhi,
system impacts on tolerance against Khurana J.P., Tyagi A.K., Balyan H.S., . .| 2014 5 4
K X Integrative Genomics South Campus
dehydration stress in common wheat Gupta P.K.
OsiSAP1 overexpression improves water-
i i ic ri D P.K., Kothari K.S., Vij S. iversity of Delhi
deﬁc1F stress toler'ance in transgenic rice by ans?na , Kothari K.S., Vij S., Plant Cell Reports 2014 | 17 University of Delhi, 14
affecting expression of endogenous stress- Tyagi A K. South Campus
related genes
The chickpea genomic web resource: Misra G., Priya P., Bandhiwal N.,
L . iy . : . University of Delhi
V}sualléat{on and analysis of the desi-type - Bareja N, Jain M., Bhatl"a S, BMC Plant Biology | 2014 3 niversity of Delhi, )
Cicer arietinum nuclear genome for comparative|Chattopadhyay D., Tyagi A.K., Yadav South Campus
exploration of legumes G.
Expandmg frontlers in plant transcriptomics in [Agarwal P., Parida S.K., Mahto A, ~ [Biotechnology University of Delhi,
aid of functional genomics and molecular Das S., Mathew L.E., Malik N., Tyagi 2014 11 9
. Journal South Campus
breeding AK.
Comp‘rehenswe ex[?ress10F1 anaI-yS{s of rice Sharma M., Singh A., Shankar A., University of Delhi,
armadillo gene family during abiotic stress and |Pandey A., Baranwal V., Kapoor S., DNA Research 2014 | 14 South Campus 9
development Tyagi A.K., Pandey G.K. P
Genome wide characterization of hsp 100 D@ekm P, Tya‘?‘ A Maht<'> A, lndlan. Journal of University of Delhi,
. . Krishna K.G., Singh A., RajeR.S., Genetics and Plant 2014 0 0
family genes from pigeonpea . . . South Campus
Gaikwad K., Singh N.K. Breeding
An integrated genomic approach for rapid Saxena M.S., Bajaj D., Das S., Kujur National Institute for
delineation of candidate genes regulating agro- |A., Kumar V., Singh M., Bansal K.C., [DNA Research 2014 | 34 [Plant Genome Research 8
morphological traits in chickpea Tyagi A.K., Parida S.K. India, Delhi
Natural allelic diversity, genetic structure and Saxena MfS" Bajaj D., Ku_]}lr A., Das University of Delhi,
. . I L. . S., Badoni S., Kumar V., Singh M., PLoS ONE 2014 | 24 4
linkage disequilibrium pattern in wild chickpea . - South Campus
Bansal K.C., Tyagi A.K., Parida S.K.
An efficient and cost-effective approach for Kujur A., Bajaj D., Saxena M.S.,
L . s ] P University of Delhi
ger-nc mlcr‘os-atelhte m{arker baS§d lar-ge scale  [Tripathi Sf’ Upadhyayé HD., G{)wda Molecular Breeding | 2014 | 26 niversity of Delhi, 3
trait association mapping: Identification of C.LL, Singh S., Tyagi A.K., Jain M., South Campus
candidate genes for seed weight in chickpea Parida S.K.
SAPs as 1.10ve1 regulators of abiotic stress Giri J., Dansa?a PK., K'otharl K.S., BioEssays 2013 20 University of Delhi, 14
response in plants Sharma G., Vij S., Tyagi A K. South Campus
Jain M., Misra G., Patel R.K., Priya P.,
Jhanwar S., Khan A.W., Shah N,
A flraft genome sequence of the pulse crop Singh V.K., Garg R., Jeena G., Yadav Plant Journal 2013 | 153 University of Delhi, 110
chickpea (Cicer arietinum L.) M., Kant C., Sharma P., Yadav G., South Campus
Bhatia S., Tyagi A K., Chattopadhyay
D.
Eomprehenzvef(l]‘emn;;: m‘lhysll'S andc Gene | ngh A Kanwar P., Pandey A., Tyagi University of Delhi
Vi
xpression FrOTing of Fhospholipase & Lene | 4 g Sopory S.K., Kapoor S., Pandey |PLoS ONE 2013 | 18 v ’ 13
Family during Abiotic Stresses and GK South Campus
Development in Rice o
Spatial and temporal activity of upstream . . .
. . University of Delhi,
regulatory regions of rice anther-specific genes [Khurana R., Kapoor S., Tyagi A.K. Transgenic Research | 2013 | 15 South an s 12
in transgenic rice and Arabidopsis P
A 186 bp upfstream reglsllliﬁ(}))r;/ regl(f)n of alilce ll\(/lhlll(rla;ma IZ}; Kat};urlli; H., < T Biotechnology 2013 s University of Delhi, .
ant] c?r—spe01 ic g.ene., "3, co.n ers pollen- ukhopadhyay A., Kapoor S., Tyagi | .. South Campus
specific expression in Arabidopsis AK.
Functionally relevant microsatellite markers Kujur A., Bajaj D., Saxena M.S.,
fro@ chickpea ﬁénscrlptlf)n factor genes- for Tripathi Sf’ Upadhyjaya H.D., QOwda DNA Rescarch 2013 | 59 University of Delhi, 17
efficient genotyping applications and trait C.L.L., Singh S., Jain M., Tyagi AK., South Campus
association mapping Parida S.K.
Comparaive Analysis of Kabuli CHSkpes 1 o G, hamwar . Priva . st of Deli
Vi
ranscriptome with Dest and Wild Chickpea g3 1) v g Saxena M.S., Parida S.K., [PLoS ONE 2012 | 65 ty ’ 35
Provides a Rich Resource for Development of . . South Campus
. Garg R., Tyagi A K., Jain M.
Functional Markers
High-throughput SNP discovery and ia\;fr R(;hAZ:r}il S-,Sjee;l é Gl\‘;l Kimzi University of Delhi
genotyping for constructing a saturated linkage |~ 7 ‘ou ary ., Jam M., Yadav |\ N A Research 2012 | 80 vy ’ 59
. . L G., Tyagi A K., Chattopadhyay D., South Campus
map of chickpea (Cicer arietinum L.) .
Bhatia S.
Anthology of Anther/P'oll'en—Spemﬁc Khurana R., Kapoor S., Tyagi A K. Critical Rewews in 2012 13 University of Delhi, 10
Promoters and Transcription Factors Plant Sciences South Campus
Transcriptome sequencing of wild chickpea as a|Jhanwar S., Priya P., Garg R., Parida  [Plant Biotechnology 2012 | 70 University of Delhi, 34
rich resource for marker development S.K., Tyagi A.K., Jain M. Journal South Campus




Expression dynamics of metabolic and

Sharma R., Agarwal P., Ray S.,
Deveshwar P., Sharma P., Sharma N.,

Functional and

University of Delhi,

regulatory components across stages of panicle [Nijhawan A., Jain M., Singh A.K., . . 2012 | 22 16
. X R Integrative Genomics South Campus
and seed development in indica rice Singh V.P., Khurana J.P., Tyagi A K.,
Kapoor S.
Das M., Banerjee S., Dhariwal R., Vyas
Deve'lopment of SSR markers and construction |S., Mir R.R., Topde?r N., Kundu A., Journal of Genetics 2012 20 University of Delhi, 17
of a linkage map in jute Khurana J.P., Tyagi A K., Sarkar D., South Campus
Sinha M K., Balyan H.S., Gupta P.K.
Analysis of transcriptional and upstream
regl.llatory sequence a.ctivit)./ of two Ray S., Kapoor S., Tyagi A.K. Transgenic Research | 2012 6 University of Delhi, 4
environmental stress-inducible genes, NBS- South Campus
Strl and BLEC-Str8, of rice
Genome-wide investigation and expression
analy51s‘ suggest diverse r0¥es of auxin- Kumar R., Agarwal P., Tyagi A.K., Molecular Genetics University of Delhi,
responsive GH3 genes -durlﬁg development and Sharma A K. and Genomics 2012 | 47 South Campus 41
response to different stimuli in tomato
(Solanum lycopersicum)
Transcriptome analysis of rin mutant fruit and
in silico analysis of promoters of differentially
regulated genes provides insight into LeMADS-| Kumar R., Sharma M.K., Kapoor S.,  [Molecular Genetics 2012 | 27 University of Delhi, 21
RIN-regulated ethylene-dependent as well as Tyagi A.K., Sharma A K. and Genomics South Campus
ethylene-independent aspects of ripening in
tomato
Microarray analysis reveals overlapping and Plant signaling National Institute for
specific transcriptional responses to different  [Garg R., Tyagi A.K., Jain M. . 2012 | 18 |Plant Genome Research 18
T &amp; behavior . .
plant hormones in rice. India, Delhi
Sato S., Tabata S., Hirakawa H.,
Asamizu E., Shirasawa K., Isobe S.,
Kaneko T., Nakamura Y., Shibata D.,
Aoki K., Egholm M., Knight J.,
BogdenR., Li C., Shuang Y., Xu X.,
Pan S., Cheng S.,LiuX.,Ren Y.,
Wang J., Albiero A., Dal Pero F.,
Todesco S., Van Eck J., Buels R.M.,
Bombarely A., Gosselin J.R., Huang
M., Leto J.A., Menda N., Strickler S.,
Mao L., Gao S., Tecle LY., York T.,
The tomato geflome seguence provides insights |Zheng Y., Vrebalov‘J .T., Leel., Zhong Nature 2012 | 1128 University of Delhi, 708
into fleshy fruit evolution S., Mueller L.A., Stickema W.J., Ribeca South Campus
P., Alioto T., Yang W., Huang S., Du
Y., Zhang Z., Gao J., Guo Y., Wang
X.,LiY., Hel., LiC., Cheng Z., Zuo
J.,RenJ., Zhao J., Yan L., Jiang H.,
Wang B., LiH., LiZ., FuF., Chen B.,
Han B., Feng Q., Fan D., Wang Y,
Ling H., Xue Y., Ware D., Richard
McCombie W., Lippman Z.B., Chia J.-
M., Jiang K., Pasternak S., Gelley L.,
Kramer M., Anderson LK., Chang S.-
B., Royer S.M., Shearer L.A., Stack
Prof. J. P. Khurana
Gene encoding vesicle-associated membrane
protein-associated protein from Triticum Cell Stress and 2017 0 0
aestivum (TaVAP) confers tolerance to drought [Singh B., Khurana P., Khurana J.P., Chaperones University of Delhi,
stress Singh P. South Campus
Emerging Roles and New Paradigms in Critical Reviews in 2017 0 University of Delhi, 0
Signaling Mechanisms of Plant Cryptochromes Mishra S., Khurana I.P. Plant Sciences South Campus
Analysis -of drought—res-pons-ive sigflalling - Borah P., Sharma E., Kaur A., Chandel o University of Delhi,
network in two contrasting rice cultivars using |G., Mohapatra T., Kapoor S., Khurana |Scientific Reports 2017 1 South Campus 1
transcriptome-based approach J.P.
Molecular and functional characterization of
GR2-R1 event based backcross derived lines of |Bollinedi H., Gopala Krishnan S., PLoS ONE 2017 1 University of Delhi, )
golden rice in the genetic background of a mega [Prabhu K.V, Singh N.K., Mishra S, South Campus
rice variety Swarna Khurana J.P., Singh A K.
Rice I‘mprovement‘Through Genome—Base;d ‘ Agarwal P., Parida S.K., Raghuvanshi . University of Delhi,
Functional Analysis and Molecular Breeding in [S., Kapoor S., Khurana P., Khurana  |Rice 2016 | 6 5
. . South Campus
India J.P., Tyagi A K.
Wheat Brassinosteroid-Insensitivel (TaBRI1)
interacts with members' of TaSERK gene family - ‘ PLoS ONE 2016 2 University of Delhi, )
and cause early flowering and seed yield Singh A., Breja P., Khurana J.P., South Campus
enhancement in arabidopsis Khurana P.
A pathogenesis related-10 protein CaARP . . .
functionf as aldo/keto reductase to scavenge  |Jain D., Khandal H., Khurana J.P., Plant Molecular 2016 1 University of Delhi, 1

cytotoxic aldehydes

Chattopadhyay D.

Biology

South Campus




Arsenic rich Himalayan hot spring

Sangwan N., Lambert C., Sharma A.,

Environmental

metagenomics reveal genetically novel predator-|Gupta V., Khurana P., Khurana J.P.,  |Microbiology 2015 | 12 g:::’;ré:i'ngi?elhl’ 7
prey genotypes Sockett R.E., Gilbert J.A., Lal R. Reports
Identification of novel SNP in promoter Jaiswal V., Gahlaut V., Mathur S.,
sequence of TaGW2-6A associated with grain [Agarwal P., Khandelwal M.K., PLoS ONE 2015 8 University of Delhi, g
weight and other agronomic traits in wheat Khurana J.P., Tyagi A K., Balyan H.S., South Campus
(Triticum aestivum L.) Gupta P.K.
Pan-genome dm@ics of Pseudomonas gene Shma A., Sangwan N., Negi V., ) University of Delhi,
complements enriched across Kohli P., Khurana J.P., Rao D.L.N., Lal| BMC Genomics 2015 4 South Campus 1
hexachlorocyclohexane dumpsite R.
Elucidation of
Emerging roles of auxin in abiotic stress A.b IOU.C St.ress University of Delhi,
Signaling in Plants: 2015 6 4
Tesponses Functional Genomics South Campus
Sharma E., Sharma R., Borah P., Jain Perspectives
M., Khurana J.P.
Tiwari K.K., Singh A., Pattnaik S.,
Sandhu M., Kaur S., Jain S., Tiwari S.,
Mehrotra S., Anumalla M., Samal R.,
Identification of a diverse mini-core panel of Bhardwaj I., Dubey N., Sahu V.,
Indian rice germplasm based on gen:typing Kharsh ing G.A., Zeliang P'K". Plant Breeding 2015 | 11 University of Delhi, 2
X R X Sreenivasan K., Kumar P., Parida S.K., South Campus
using microsatellite markers Mithra S.V.A., Rai V., Tyagi W.,
Agrawal P.K., Rao A.R., Pattanayak
A., Chandel G., Singh A.K., Bisht L.S.,
Bhat K.V., Rao G.J.N., Khurana J.P.,
Singh N.K., Mohapatra T.
Flora: Morphology,
The duckweed Wolffia microscopica: A unique [Sree K.S., Maheshwari S.C., Boka K., |Distribution, 2015 8 University of Delhi, 5
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